
Supplemental Figure 1. Proportion of children with a given dominant bacterial taxon  
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Corynebacterium sp. Dolosigranulum sp.

Leptotrichia sp. Mycoplasma sp.

Rothia sp. Porphyromonadaceae family

Actinomyces sp. Gemella sp.

Bacteroidetes phylum Rhodanobacter sp.
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